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Rationale

Family History research has become a contemporary cultural phenomenon. In response to this growing interest, the Centre for Lifelong Learning has designed a suite of genealogy-related learning opportunities.  
This course is aimed at students interested in genetic genealogy who would like to delve deeper into the genetic side of the field as well as to understand how this specialised knowledge might benefit their genealogical research. This course would also be of interest to students who would like to gain foundations in human genetics but who have limited or no prior experience in genealogy. 
Learning Outcomes

Upon completion of the class, students will be able to:

· Understand inheritance patterns in the genealogical context

· Understand inheritance patterns in the medical context

· Interpret genetic data 
Class Outline

The following presents an overview of the major areas to be covered. The list does not necessarily represent the order in which topics will be addressed, nor does it imply that equal time will be devoted to each topic.
1. History and introduction to genetics

2. Human genetics and inheritance

3. Autosomal DNA

4. Chromosome DNA

5. Mitochondrial DNA

6. Chromosome Y

7. Introduction to population genetics

8. Medical genetics

9. Ethics in genetic genealogy

10. Complex or unusual cases

Mode of Delivery / Methods of Presentation

Tutor led presentation including group exercises and class discussion. In the spirit of adult education pedagogy, the student will be at the heart of the learning process.  Students will attend online lectures and take part in tutor led discussion.
Assessment

There will be three pieces of coursework, all of which must be submitted to gain a satisfactory result:
A. Class test - A series of questions (both multiple choice and short answer) to assess understanding of what has been covered in the first half of the class. (50%)
B. Class test - A series of questions (both multiple choice and short answer) to assess understanding of what has been covered in the second half of the class. (50%)

C. A reflective logbook which will comprise of a weekly entry which show reflection on own learning and contribution to class activities.
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